Sequence Revision History 



Page l of 1 



S quenc R vision History 

PubMed Nucleotide Protein Genome Structure PopSet Taxonomy OMIM Books 

Find (Accession, GI number or Fasta style Seqld) I 1 B»B 



About Entrez 



Search for Genes 
LocusLink provides 
curated information for 
human, fruit fly, mouse, 
rat, and zebrafish 



Entrez Nucleotide 
Help | FAQ 



Sequence Revision History 


Query 


GI 


Version 


Update Date 


Status 


afl27143 


9943836 


2 


Dec 7 2001 8:05 


Live 


afl27143 


9943836 


2 


Aug 29 2000 14:42 


Dead 


afl27143 


5726290 


1 


Aug 1 1 1999 0:07 


Dead 



Accession AF127143 was first seen at NCBI on Aug 11 1999 0:07 



Batch Entrez: Upload a 
file of GI or accession 
numbers to retrieve 
sequences 

Check sequence 
revision history 

How to create WWW 
links to Entrez 

LinkOut 

Cubby 



Related resources 
BUVST 

Reference sequence 
project 



Submit to GenBank 



Revised: October 24, 2001 . 



Disclaimer | Write to the Help Desk 
NCBI | NLM | NIH 



http://www.ncbi.nlrn.nih.gov/entrez/sutils/girevhist.cgi ?val=af 127143 



5/8/2002 



NCBI Sequence Viewer 



"Piage 1 of 4 



NCBI 



PubMed 



Nucleotide 



Protein 



Search Nucleotide 



Limits 



default 




Genome 



Structure 



for| 



PopSet 



Preview/Index 



History 



Taxonomy 



Clipboard 



OMIM Boo 



Details 



C 1: AF127143[gi:5726290] 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 

FEATURES 

source 



gene 
CDS 



AF127143 6574 bp DNA linear WBSS^SSSB^S^I 

Streptococcus pneumoniae cell wall-associated serine proteinase 
precursor PrtA (prtA) gene, complete cds. 
AF127143 

AF127143 .1 GI:5726290 

Streptococcus pneumoniae. 
Streptococcus pneumoniae 

Bacteria; Firmicutes; Bacillus/Clostridium group; Streptococcaceae; 
Streptococcus . 

1 (bases 1 to 6574) 

Bethe,G., ten Thoren,E., Bongaerts, R. J.M. , Heinz, H. -P. and Zysk,G. 
Cloning and sequencing of a novel surface protease of Streptococcus 
pneumoniae 
Unpublished 

2 (bases 1 to 6574) 

Bethe,G., ten Thoren,E., Bongaerts, R. J.M. , Heinz, H. -P. and Zysk,G. 

Direct Submission 

Submitted (10-FEB-1999)jSj^ai^ 

[WARNING] On Aug 29, 2000 this sequence was replaced by a newer 
version gi: 9943836 . 

Location/Qualifiers 

1. .6574 

/organism= n Streptococcus pneumoniae " 

/strain= fl 3 .B" 

/serotype="l° 

/ db_xr e f = " t axon : 1 3 1 3 n 

/note="clinical isolate" 

99. .6533 

/gene="prtA" 

99. .6533 

/gene="prtA" 

/ codon_s t ar t = 1 

/ transl_table=ll 

/product= n cell wall-associated serine proteinase precursor 
PrtA" 

/protein_id=" AAD48399 .1 " 
/db_xref= n GI: 5726291" 

/ trans la tion= "MKKSTVLSLTT AAV ILAAYAPNEVVLADT SSSEDAL SIS DKEKV 
VVDKETENKEKHKDIHNAIETSKDTEEKKTTIIEEKEWSKNPVIDTKTSNEEAKIKE 
ENSNQSQGDHTDSFvltfKNTENPKKEDKVWIAEFKDKESGEKA 

YDRIFNGSAIETTPDNLDKIKQIEGISSIERAQKVQPMMNHARKEIGVEEAIDYLKSI 
NAPFGKNFDGRGMVISNIDTGTDYRHKAMRIDDDAKASMRFKKEDLKGTDKNYWLSDK 
IPHAFNYYNGGKITVEKYDDGRDYFDPHGMHIAGILAGNDTEQDIKNFNGIDGIAPNA 
QI FS YKMYSDAGSGFAGDETMFHAI EDS I KHNVDWSVSSGFTGTGLVGEKYWQAI RA 
LRKAGIPMWATGNYATSASSSSWDLVANNHLKMTDTGNVTRTAAHEDAIAVASAKNQ 
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TVEFDKVNIGGESFKYRNIGAFFDKNKITTNETCTKAPSKLKFVYIGKGQDQDLIGLD 
LRGKIAVMDRIYTKDLKNAFKKAMDKGARAIMWNTV*^^ 

TKSQVFSISGDDGVKLWNMINPDKKTEVXRNNKEDFKDKLEQYYPIDMESFNSNKPNV 
GDEKEIDFKFAPDTDKELYKEDIIVPAGSTSWGPRIDLLLKPDVSAPGKNIKSTLNVI 
NGKSTYGYMSGTSMATPIVAASTVLIRPKLKEMLERPVLKNLKGDDKIDLTSLTKIAL 
QNTARPMMDATSWKEKSQYFASPRQQGAGLINVANALRNEVVATFKNTDSKGLVNSYG 
SISLKEIKGDKKYFTIKLHNTSNRPLTFKVSASAITTDSLTDRLKLDETYKDEKSPDG 
KQIVPEIHPEKVKGANITFEHDTFTIGANSSFDLNAVINVGEAKNKNKFVESFIHFES 
VEEMEALNSNGKKINFQPSLSMPLMGFAGNWNHEPILDKWAWEEGARSKTLGGYDDDG 
KPKIPGTLNKGIGGEHGIDKFNPAGVIQNRKDKNRTSLDQDPDLFAFNNQGVHAESTS 
GSKIANIYPLDSNGNPQDAQLERGLTPSPLVLRSAEEGLISIVNTNKEGENQKDLKW 
SREHFIRGILNSKGNDAKGIKSSKLKVWGDLKWDGLIYNPRGREENAPESKDNQDPAT 
KIRGQFEPIAEGQYFYKFKYRLTKDYPWQVSYIPVKIDNTAPKIVSVDFSNPEKIKLI 
TKDTYHKVKDQYKNETLFARDQKEHPEKFDEIANEVWYAGAA^ 

AGEGQGRNRKLDKDGNTIYEISGAGDLRGKIIEVIALDGASNFTKIHRIKFANQADEK 

GMISYYLVDPDQDSSKYQKLGEIPESKFK^KNVKDDSLNKETAEVENNLLVDNQSIE 

GKSLFNIHKTISTIRDFENKDLKKLIKKKYKQEDDFVNGGTRTVERDYKYDDKGNIIA 

YDIXSTDLEYETEKLDEIKSKIYGVLSPSKTCHFEIUSKISWSKNAKN^GNNYKSIE 

IKATKYDFHSKTMTFDLYANINDIVTCLAFAGDMRLFVKDNDQKKAEIKIRMPEKIKE 

TKSEYPYVSSYGNVIELGEGDLSKNKPDNLTKMESGKIYSDSEKQQYLLKDNIILRKG 

YALKVTTYNPGKTD^EGNGVYSKEDIAKIQKANPNLRALSETTIYADSRNVEDGRST 

QSVLMSALIX3FNIIRYQVFTFKMNDKGE1AIDKIX3NLVTDSSKLVLFGKDDKEYTGEDK 

FNVEAIKEIXSShlLFIDTKPVNLSMDKNYFNPSKSNKIYVRNPEFYLRGKISDKGGFNW 

ELRVNESWDNYLIYGDLHIDOTRDFNIKLNV^^ - 

GNVYLQTGYSDLNAKAVGVHYQFLYDNVKPEWIDPKGNTSIEYAIX3KSVVFNINDKR 

NNGFIX3EIQEQHIYVNGKEYTSFDDIKQITDKTLNIKIVVKDFARNTTVKEFILNKDT 

GEVSELKPHRITVTIQNGKEMSSTIVSEEDFILPVYKGELEKGYQFDGWEISGFEGKK 

DAGWINLSKOTFIKPVFKKIEEKKEEENKPTFDVSKKKDNPQVNHSQLNESHRKEDL 

QREDHSQKSDSTKDVTATVLDKNNISSKSTTNNPNKLPKTGTASGAQTLLAAGIMFIV 

G I FLGLKKKNQD " 

sig_peptide 99. .155 

/g3ne="prtA tt 

mat_peptide 156.. 6530 

/gene= n prtA n 

/product= a cell wall-associated serine proteinase PrtA" 
BASE COUNT 2619 a 919 c 1268 g 1768 t 

ORIGIN 

1 tttcctagat aatacttagt aaaacttttt ataacaaagg 
61 tatctattgg aagttatata aatatttaag gaattaaaat 

121 cattaactac agctgcagtt attttagcag cctatgcccc 

181 acacatctag ctctgaagat gctttaagca tctctgataa 

241 aggaaacaga aaataaagag aaacataaag atattcataa 

301 atactgaaga aaagaaaaca acaattattg aggaaaaaga 

361 taatagacac taaaactagc aatgaagaag caaaaatcaa 

421 cccaaggaga tcatacggac tcatttgtga ataaaaacac 

481 ataaagttgt ctatattgct gaatttaaag ataaagaatc 

541 gactatcaaa tcttaagaat acaaaagttt tatatactta 

601 gtgccataga aacaactccg gataacttgg acaaaattaa 

661 cgattgaaag ggcacaaaaa gtccaaccca tgatgaatca 

721 ttgaggaagc tattgattac ctaaagtcta tcaatgctcc 

781 gtagaggtat ggtcatttca aatatcgata ctggaacaga 

841 gaatcgatga tgatgccaaa gcctcaatga gatttaaaaa 

901 ataaaaatta ttggttgagt gataaaatcc ctcatgcgtt 

961 aaatcactgt agaaaaatat gatgatggaa gggattattt 
1021 ttgcagggat tcttgctgga aatgatactg aacaagatat 
1081 atggaattgc acctaatgca caaattttct cttacaaaat 
1141 ggtttgcggg tgatgaaaca atgtttcatg ctattgaaga 
1201 atgttgtttc ggtatcatct ggttttacag gaacaggtct 
1261 aagctattcg ggcattaaga aaagcaggca ttccaatggt 
1321 cgacttctgc ttcaagttct tcatgggatt tagtagcaaa 



ctagcaaagt 
gaaaaaaagc 
taatgaggta 
agaaaaagta 
tgctatagaa 
agttgttagt 
agaagaaaat 
agaaaatccc 
tggagaaaaa 
tgatagaatt 
acaaatagaa 
tgccagaaag 
gtttgggaaa 
ttatagacat 
agaagactta 
caattattat 
tgacccacat 
caaaaacttt 
gtattctgac 
ttctatcaaa 
tgtaggtgag 
tgtcgctacg 
taatcatctg 



taaagtttat 
acagtattgt 
gtcttagcag 
gtagtagata 
acttcaaagg 
aaaaatcctg 
tccaatcaat 
aaaaaagaag 
gcaatcaagg 
tttaacggta 
ggtatttcat 
gaaattggag 
aattttgatg 
aaggctatga 
aaaggaactg 
aatggtggca 
gggatgcata 
aacggcatag 
gcaggatctg 
cacaacgttg 
aaatattggc 
ggtaactatg 
aaaatgaccg 



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=5726290:OLD04:25711 



5/8/2002 



NCBI Sequence Viewer 



Page 3 of 4 



1381 
1441 
1501 
1561 
1621 
1681 
1741 
1801 
1861 
1921 
1981 
2041 
2101 
2161 
2221 
2281 
2341 
2401 
2461 
2521 
2581 
2641 
2701 
2761 
2821 
2881 
2941 
3001 
3061 
3121 
3181 
3241 
3301 
3361 
3421 
3481 
3541 
3601 
3661 
3721 
3781 
3841 
3901 
3961 
4021 
4081 
4141 
4201 
4261 
4321 
4381 
4441 
4501 
4561 
4621 
4681 
4741 
4801 
4861 
4921 



acactggaaa 
aaaatcaaac 
atataggggc 
ctagtaaatt 
atcttagggg 
ttaaaaaagc 
acaatagaga 
aaagtcaagt 
ctgataaaaa 
aatactatcc 
aagagattga 
tcgttccagc 
tttcagcacc 
atggctatat 
ttagaccgaa 
acaaaataga 
tggatgcaac 
caggcctaat 
ctgattctaa 
ataaaaaata 
tttcagcatc 
ataaagatga 
tcaaaggagc 
ttgatttgaa 
catttattca 
taaacttcca 
aaccaatcct 
atgatgatga 
atggtataga 
catctctaga 
ccactagtgg 
atgctcaact 
gactaatttc 
tatcaagaga 
tcaaatcatc 
caagaggtag 
tacgaggaca 
taactaaaga 
ctaagattgt 
cttatcacaa 
aacatcctga 
ttaatgaaga 
gaagaaatag 
atctaagagg 
tccataggat 
tagatcctga 
ttaagaattt 
ataacctttt 
ctatttcaac 
ataagcaaga 
acgatgataa 
agaaacttga 
actttgaaat 
ataactataa 
catttgatct 
tgagattatt 
aaaaaattaa 
aattagggga 
gtaaaatcta 
gaaaaggcta 



tgtaacacga 
agttgagttt 
ctttttcgat 
aaaatttgta 
caaaattgca 
tatggataag 
taattggaca 
gttttcaatt 
aactgaagtc 
aattgatatg 
ctttaagttt 
aggatccaca 
tggtaaaaat 
gtcaggaact 
attaaaggaa 
tcttacaagt 
ttcttggaaa 
taatgtggcc 
aggtttggta 
ctttacaatc 
agcgataact 
aaaatctcca 
aaatatcaca 
tgcggttata 
ttttgagtca 
accttctttg 
tgataaatgg 
tggtaaaccg 
taaatttaat 
tcaagatcca 
ttctaagatt 
agaaagagga 
aattgtaaac 
gcacttcata 
caaactaaaa 
agaagaaaat 
atttgaaccg 
ttacccatgg 
ttcggttgat 
ggtaaaagat 
aaaatttgat 
tggagaggtt 
gaagcttgat 
aaaaatcatc 
taaatttgct 
tcaggattca 
aaaaaatgtt 
agtagataat 
aattagagac 
agacgacttt 
aggaaatata 
cgaaatcaaa 
tcttggaaag 
atctatagaa 
atacgctaat 
tgttaaagat 
ggaaactaaa 
aggagatctt 
ttctgattca 
tgcactaaaa 



actgcagcac 
gataaagtta 
aagaataaaa 
tatataggca 
gtaatggata 
ggtgcacgcg 
gagcttccag 
tcaggagatg 
aaaagaaata 
gaaagtttta 
gcacctgaca 
tcttgggggc 
attaaatcta 
agtatggcga 
atgcttgaaa 
cttacaaaaa 
gaaaaaagtc 
aatgctttga 
aactcatatg 
aagcttcaca 
acagattctc 
gatggtaagc 
tttgagcatg 
aatgttggag 
gtggaagaaa 
tcgatgcctc 
gcttgggaag 
aaaattccag 
ccagcaggag 
gacttatttg 
gctaacattt 
ctaactccat 
accaacaaag 
agaggaattc 
gtttggggtg 
gccccagaaa 
attgcggaag 
caggtttcct 
ttttcaaatc 
caatacaaga 
gagattgcaa 
gagaaaaatc 
aaagatggga 
gaagtaatcg 
aatcaagctg 
tctaaatacc 
aaagatgata 
cagtctatcg 
tttgaaaata 
gtaaatggtg 
atagcctacg 
tcaaaaattt 
ataagtaatg 
atcaaagcga 
attaatgata 
aatgatcaga 
tcagaatatc 
tcaaaaaaca 
gaaaaacaac 
gtgactacct 



atgaggatgc 
acataggtgg 
tcacaacaaa 
aggggcaaga 
gaatttatac 
ccattatggt 
ctatgggata 
atggtgtaaa 
ataaagaaga 
attccaacaa 
cagacaaaga 
caagaataga 
cgcttaatgt 
ctccaatcgt 
gacctgtatt 
ttgccctaca 
aatactttgc 
gaaatgaagt 
gttccatttc 
atacatcaaa 
taactgacag 
aaattgttcc 
atactttcac 
aggccaaaaa 
tggaagctct 
taatgggatt 
aaggggcaag 
gaaccttaaa 
ttatacaaaa 
cctttaacaa 
atcctttaga 
ctccacttgt 
aaggagaaaa 
taaattctaa 
acttgaaatg 
gtaaggataa 
gtcaatattt 
atattcctgt 
ctgaaaaaat 
atgaaacttt 
atgaggtgtg 
ttgaagtaac 
atactatcta 
ccctagatgg 
atgaaaaagg 
aaaagcttgg 
gcctaaacaa 
aaggaaaatc 
aagacctaaa 
gaacaagaac 
atgatgggac 
atggtgttct 
tttctaaaaa 
ccaagtatga 
ttgtggatgg 
aaaaagctga 
cctatgtatc 
aaccagacaa 
aatatctgtt 
ataatcctgg 



gatagcggtc 
agaaagtttt 
tgaagatgga 
ccaagatttg 
aaaggattta 
tgtaaatact 
tgaagcggat 
gctatggaac 
ttttaaagat 
accgaatgta 
actctataaa 
tttactttta 
tattaatggc 
ggcagcttct 
gaaaaatctt 
aaatactgct 
atcacctaga 
tgtagcaact 
tcttaaagaa 
cagacctttg 
attaaaactt 
agaaattcac 
tataggcgca 
caaaaataaa 
aaactccaac 
tgctgggaat 
atcaaaaaca 
taagggaatt 
tagaaaagat 
ccaaggtgtt 
ttcaaatgga 
tctaagaagt 
ccaaaaagac 
gggaaatgac 
ggatggactc 
ccaagatcca 
ctataaattt 
aaaaattgat 
taagctaatc 
atttgctaga 
gtatgcagga 
ttatgcaggt 
tgaaattagc 
agcaagcaac 
gatgatttcc 
cgaaattcct 
agagacagct 
tctctttaat 
gaaactcatt 
agtagagcgt 
tgatctagaa 
aagtccgtct 
tgccaaggta 
tttccactca 
attagctttt 
aattaaaatt 
aagttatggg 
tttaactaaa 
aaaggataat 
aaaaacggat 



gcttctgcta 
aaatacagaa 
acaaaagctc 
ataggtttgg 
aaaaatgctt 
gtaaattact 
gaaggtacta 
atgattaatc 
aaattggagc 
ggtgacgaaa 
gaagatatca 
aaacccgatg 
aaatcaactt 
actgttttga 
aagggagatg 
cgacctatga 
caacagggag 
ttcaaaaaca 
ataaaaggtg 
acttttaaag 
gatgaaacat 
ccagaaaaag 
aattctagct 
tttgtagaat 
gggaagaaaa 
tggaaccacg 
ctgggaggtt 
ggtggagaac 
aaaaatagaa 
catgcagaat 
aatcctcaag 
gcagaagaag 
cttaaagttg 
gctaagggta 
atctataacc 
gctactaaga 
aaatatagat 
aacacagccc 
acaaaggata 
gatcaaaaag 
gctgctcttg 
gagggtcaag 
ggagcaggag 
tttaccaaaa 
tattatctag 
gaatctaaat 
gaggtggaaa 
attcataaaa 
aaaaagaaat 
gattataaat 
tatgaaactg 
aaagatggac 
tattatggga 
aaaacgatga 
gcaggagata 
agaatgcctg 
aatgtcatag 
atggaatctg 
atcattctaa 
atgttagaag 
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4981 
5041 
5101 
5161 
5221 
5281 
5341 
5401 
5461 
5521 
5581 
5641 
5701 
5761 
5821 
5881 
5941 
6001 
6061 
6121 
6181 
6241 
6301 
6361 
6421 
6481 
6541 



gaaatggagt 
gagccctttc 
cccaatctgt 
catttaaaat 
cttctaaact 
atgtagaagc 
tttcaatgga 
cagaatttta 
ttaatgaatc 
gagattttaa 
actataaagc 
aaactggcta 
ataatgttaa 
atggaaaatc 
ttcaagaaca 
aaataacaga 
ccgtaaaaga 
ggataactgt 
attttatttt 
aaatttctgg 
cctttataaa 
cttttgatgt 
gtcacagaaa 
atgttacagc 
ctaataagtt 
taatgtttat 
gctatagaaa 



ctatagcaag 
agaaacaaca 
attaatgtcg 
gaacgataaa 
tgtattattt 
tataaaagaa 
taagaactac 
tttaagaggt 
ggttgtagat 
tattaagctg 
aaacggattt 
tagcgatttg 
acccgaagta 
tgtagtcttt 
acatatttat 
caagacacta 
attcatttta 
gaccattcaa 
acctgtttat 
tttcgaaggt 
acctgtattc 
atcgaaaaag 
agaggattta 
tacagttctt 
gccaaaaact 
agtaggaatt 
aaatggttta 



gaagatatag 
atttatgctg 
gctttggacg 
ggggaagcta 
ggtaaggatg 
gatggctcca 
tttaatccat 
aagatttctg 
aattatttaa 
aatgttaaag 
ccagataagg 
aatgctaaag 
aacattgatc 
aacatcaatg 
gtaaatggaa 
aacattaaga 
aataaagata 
aatggaaaag 
aagggtgaat 
aaaaaagacg 
aagaaaatag 
aaagataacc 
caaagagaag 
gataaaaaca 
ggaacagcaa 
tttcttggat 
tgtactgaga 



caaaaataca 
atagtagaaa 
gctttaacat 
tcgataaaga 
ataaagaata 
tgttatttat 
ctaaatctaa 
ataagggtgg 
tctacggaga 
acggtgacat 
taacagatat 
cagttggagt 
ctaagggaaa 
ataaaagaaa 
aagaatatac 
ttgttgtaaa 
cgggagaggt 
aaatgagttc 
tagaaaaagg 
ctggctatgt 
aggagaaaaa 
cacaagtaaa 
atcattcaca 
atatcagtag 
gcggagccca 
tgaagaaaaa 
ttag 



aaaggccaat 
tgttgaagat 
tataaggtat 
cggaaatctt 
cactggagag 
tgataccaaa 
taaaatttat 
ttttaactgg 
tttacacatt 
catggactgg 
ggatggaaat 
ccactatcag 
tactagtatc 
taatggattc 
atcatttgat 
agattttgca 
aagtgaatta 
aacgatagtg 
ataccaattt 
tattaatcta 
ggaggaagaa 
ccatagtcaa 
aaaatctgat 
taaatcaact 
gacactatta 
aaatcaagat 



cctaatctaa 
ggaagaagta 
caagtgttta 
gtgacagatt 
gataagttca 
ccagtaaacc 
gtacgaaatc 
gaattgagag 
gataacacta 
ggaatgaaag 
gtttatcttc 
tttttatatg 
gaatatgctg 
gatggtgaga 
gatattaaac 
agaaatacaa 
aaacctcata 
tcggaagaag 
gatggttggg 
tcaaaagata 
aataaaccta 
ttaaatgaaa 
tcaactaagg 
actaacaatc 
gctgccggaa 
taagacaaaa 
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